Tracts in SUMA

* Tracts are generated by AFNI's FATCAT toolbox

FATCAT: Functional And Tractographic Connectivity Analysis Toolbox (Taylor & Saad, 2013)



Tracts in SUMA

* Tracts are generated by AFNI's FATCAT toolbox

* If using AFNI bootcamp data:
* cd ~/AFNI_demos/FATCAT_DEMO
Else
* Run @Install FATCAT_DEMO for demo data and scripts
* |f you have not done so already
* Process everything with tcsh Do 00 PRESTO_ALL RUNS.tcsh
* To look at whole brain tracts

* tcsh Do 06 _VISdti SUMA visual ex1.tcsh

FATCAT: Functional And Tractographic Connectivity Analysis Toolbox (Taylor & Saad, 2013)



tcsh Do 06 VISdti SUMA visual exl.tcsh

* Example O: Follow prompt directions to produce something like this:

% [Al2]u AFNI: AFNI_demos/FATCAT_DEMO/mprag...
| [A12] SUMA:xx: ANY: - T =
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tcsh Do 06 VISdti SUMA visual exl.tcsh

* Example 1: Follow prompt directions to produce something like this:

Trn | 12 Slices At +

[A12] SUMA:xx: DefCroup: Net_000.gii
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% [A12]u AFNI: AFNI_demos/FATCAT_DEMO/mprage+orig & D
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tcsh Do 09 VISdti SUMA visual ex2.tcsh

* Example O: Follow prompt dlrectlons to produce something like this:

X! [A12] SUMA:LR: FATCAT: std.60.lh.smoothw ii & [std.60.rh.smoothwm.qgii]




tcsh Do 09 VISdti SUMA visual ex2.tcsh

e Example 1: Follow prompt directions to produce something like this:

[A12] SUMA:LR: DefGroup: std.60.lh.smoothwm.gii & std.60.rh.smoothwm.gii & Net_000.gi

File WYiew Tools

0o4<->008
PRt 9. trct 1115.

Coloring by bundles

% Switch Col...

fg:o NETS_AND_000_LOC
fog:o NETS_AND_O00_MID
fo:o.METS_AND_000_ELH




tcsh Do 09 VISdti SUMA visual ex2.tcsh

* Example 2: Compare miniprob results to deterministic (previous):
Deterministic MINIPROB 9 1terations

| [Al2] SUMACLR: DefGroup: std.60.lh.smoothwm.gii & std.60.rh.smoothwm.gii & Net_000.gi | [A13] SUMA:xx: DefGroup:




tcsh Do 09 VISdti SUMA visual ex2.tcsh

* Example 3: Should be able to do something like:

Simultaneous linked rendering in graph and matrix modes
3D matrices supported (e.g. time varying correlation matrix)
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tcsh Do 09 VISdti SUMA_visual ex2.tcsh
Simultaneous InstaCorr & InstaTract

* Follow directions to do something like in the next bunch o slides
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Pnt 0, tret 114173, bnd 0
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Pnt 0, tret 114173, bnd 0
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Pnt 0, tret 114173, bnd 0




Pnt 0, tret 114173, bnd 0




Pnt 0, tret 114173, bnd 0




Pnt 0, tret 114173, bnd 0




Pnt 0, tret 114173, bnd 0
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wm_th_S_cingul-Marginalis
(I,T,B)XcorrCoef=0.884




wm_th_S_cingul-Marginalis
(I,T,BYXcorrCoef=0.780




wm_th_S_cingul-Marginalis
(I,T,B)XcorrCoef=0.644




wm_rh_G_and_S_cingul-Mid-Post
(I,T,BYXcorrCoef=0.423
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wm_rh_G_and_S_cingul-Mid-Post
(I,T,BYXcorrCoef=0.5569




wm_rh_G_and_S_cingul-Mid-Post
(I,T,BYXcorrCoef=0.752




wm_th_G_and_S_cingul-Mid-Ant
(I,T,BYXcorrCoet=0.785




wm_th_G_and_S_cingul-Mid-Ant
(I,T,B)XcorrCoef=0.604




wm_th_G_and_S_cingul-Mid-Ant
(I,T,BYXcorrCoet=0.516
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tcsh Do 11 RUNdti Connectome Examp.tcsh

* Example 1: Tract tracing between large numbers of ROls

%/ [A]lu AFNI: FATCAT_DEMO/CONNECTOMING /mprage+orig & DWI_CONNrois_SUB_...

26 271 O:ctx—rh-rostralmiddlefrontal

Hands-On




Tracts and Grid files are labeled with ROI names

x| [A] SUMAOc: ANY: Coloring Controls
File VWiew Tools Lkl D,,DMEB_C'GG_BUH

ctx-rh-postcentral (->ctx-rh-precentral
Frt O, troct 3338, bnd 608 _ 7
Dim |4 |¥ 1.0] Ord |& |¥

Opa |& ¥ 1.0| Ln |SLD
Ma=zks=s Ien Gry & |¥F

Switch D=set

fo:o.0OMES_QOO_LOC
fo:o.0MES_Q00O_MID
fo:o. 0MES_QOO_EBUMN

suma —-tract CONNECTOMING/o.OME8 000.niml.tract
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