Software Tools for Batch Processing, Management and Visualization of Functional MRI Data.
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Functional MRI is computationally intensive, and presents challenges that are addressed by the emerging field of neuroinformatics.
Examples of such challenges include error-proof processing methods for complex analyses, management of large volumes of data,
accurate and automated record keeping and advanced visualization. We present software tools developed to 1) process and manage
functional MRI data and metadata; and ii) visualize functional brain imaging data.
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the coordinates of interesting locations, create points and label them.

These tools were designed to facilitate data sharing and to support remote collaboration among researchers. In particular, MindSeer
has a web-enabled version with a thin client and a visualization server, which makes it suitable for remote visualization.
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